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Abstract: Haploid breeding could effectively shorten the breeding cycle and essentially improve the breeding process of new

varieties. Moreover, some recessive genes that are not expressed in heterozygous diploids could be expressed in double haploid (DH)

lines, which is helpful to discover the beneficial traits of crops and improve breeding efficiency. Additionally, haploids play a crucial

role in basic research fields such as molecular genetics, cell biology, and crop evolution. As an important oil and cash crop, the

demand of flax is increasing day by day. Haploid breeding can effectively accelerate the process of flax breeding and promote the

development of flax industry. This paper summarizes the progress of haploid acquisition method for crops, haploid induction gene and

flax haploid breeding, which could provide certain reference for crop double haploid breeding.
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